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Analysis of allele specific DNA methylation of the susceptibility genes to
inflammatory bowel disease
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We expect that SNPs in the susceptibility loci for inflammatory bowel
disease (IBD) affect the DNA methylation around the SNPs in a cis manner and alter the gene
expression. We also expect that this alteration is one of the mechanisms how associated SNPs affect
the susceptibility to multifactorial diseases. In this study, allele specific DNA methylations of
the genome DNA of lamina propria T cell were examined using Japonica array. We determined 218 sites
of allele specific DNA methylation in the genome except imprinting regions. Among 218 regions, two
are in the IBD susceptibility loci. In one of the two region, differences of the m-RNA expression
between alleles were determined. In this study, we showed, for the first time, that the allele
specific DNA methylation and allele specific expression exist in the susceptibility gene for IBD.
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