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The aim was to use animal models and human samples to examine the
relationship between miRNA expression and each type of NAFLD (SS and NASH).DD Shionogi, Fatty Liver
Shionogi (FLS) and FLS ob/ob mice were used as models for normal control, SS and NASH, respectively.

Fourteen miRNAs showed clear expression differences among liver tissues from SS, NASH, and control
mice with good reproducibility. Among these NAFLD candidate miRNAs, seven showed similar expression
patterns and were upregulated in both SS and NASH; these seven candidate miRNAs mapped to an miRNA
cluster in the 14g32.2 maternally imprinted region delineated by delta-like homolog 1 and type 111
iodothyronine deiodinase (DIk1-Dio3 mat). Serum samples from patients with SS or NASH differed
markedly with regard to expression of the putative DIk1-Dio3 mat miRNAs, and these differences
accurately corresponded with NAFLD diagnosis.The expression profiles of seven miRNAs in 14¢g32.2 mat
have high potential as biomarkers for NAFLD.
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