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Clarification of the disease susceptibility gene in IgA nephrology prone mice
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Pathogenesis of IgA nephrology is still unknown. There are some reports
which suggest that genetic factors are related to the mutation in genetic region for IgA
glucosylation. In this study, we assessed the genetic regions of IgA glucose deficiency by comparing

the two mice strains originated from ddY mouse, grouped ddY (gddY) mouse and HIGA mouse. While
gddY mouse has early onset of IgAN within a 100% incidence, HIGA

mouse has high serum level of IgA but does not always develop IgAN. By studying the genes using the
micro-satellite markers, we found out that genetic area around D12Mit20 may be the responsible gene
of glucose deficiency in IgAN. Since we need to consider other methods to compare the other
genetic regions as also in full detail, we will introduce the next-genetic sequence method and
continue the study.
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D12Mit169: 7.03 cM 15.29 Mbp
D12Mit2: 18.94 cM 42.74 Mbp

D12Mit54: 22.76 cM 54.96 Mbp
D12Mit34: 28.94 cM 70.90 Mbp
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