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Effects of microRNA on the risk of sporadic Parkinson disease associated with
NACP-Repl polymorphic site
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Poly (ADP Ribose) Polymerase-1 (PARP1) binds to the NACP-Repl polymorphic
site upstream of a -Synuclein (a Syn) gene and negatively regulates a Syn expression. When the
construction of the plasmid carrying the PARP1 and miRNA-124 (miR-124) were cotransfected into
cultured cells, miR-124 significantly reduced PARP1 expression. In order to specify the inhibitory
mechanism, we mutated the predicted target sequence of miR-124 on the PARP1 mRNA 3 untranslated
region in the plasmid by substitution or deletion of the nucleotides. The mutation partly eliminated

the inhibition of PARP1 expression by miR-124. These results suggest that miR-124 inhibits PARP1
expression by binding not only directly to PARP1 mRNA 3’ untranslated region, but also to another

target mRNA.
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