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Establishment of comprehensive gene analysis of Noonan syndrome and related
disorders

Niihori, Tetsuya
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NGS enables comprehensive gene analysis of Noonan syndrome and related
disorders. However, there are problems about cost and flexibility of target design. To solve these
problems, we established a gene analysis system using multiplex PCR and NGS. We analyzed total 48
samples including positive controls. The results were acceptable, though minor modifications were
needed.
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