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Downregulation of TMPRSS11B in esophageal squamous cell carcinoma
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This study aims to identify the genes responsible for esophageal squamous
cell carcinoma (ESCC) development, using gene expression profiling. Our transcriptome sequence
analysis of surgically resected tumors and the corresponding normal tissues from 3 patients with
ESCC revealed that transmembrane protease serine 11 (TMPRSS11) subfamily genes showed decreased
expression in ESCC tissues. A quantitative reverse transcription PCR demonstrated a downregulation
of TMPRSS11B in ESCC tissues, compared with its expression in the corresponding normal tissues (n =
64, p < 0.0001 ). There was no significant difference in the clinico-pathological factors between
TMPRSS11B - high and TMPRSS11B -low expression groups. Moreover, TMPRSS11B expression was not
detected in any of the 10 ESCC cell lines investigated, and overexpression of TMPRSS11B induced
downregulation of EGFR and Akt in the ESCC cell line KYSE410. Our results suggest that TMPRSS11B has

tumor suppressive roles in ESCC.
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