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Comprehensive analysis of mutation in PI3K/AKT pathway genes in esophageal
cancer.
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In esophageal squamous cell carcinoma (ESCC), compared with the smoking and
drinking (SD) group, the non-smoking and non-drinking (NSND) group included more females and those
who had family history of the esophageal cancer. The incidence of multiple lesion was significantly
lower, and the rate of histological grade G1 was higher in the NSND group compared to the SD group.
Further analysis is needed to clarify difference in molecular mechanisms during carcinogenesis
between both groups.

Several mutations in various cancers have been linked to APOBEC3B, suggesting a crucial role for
this protein in carcinogenesis and cancer development. In ESCC, APOBEC3B expression was
significantly correlated with PIK3CA mutation, particularly with C to T transitions of PIK3CA. Given
the crucial roles of PIK3CA mutation, our findings might provide new insights into the biological
mechanisms of ESCC tumorigenesis and progression.
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Clinical, epidemiologic

NSND (N=30) SD (N=661) P value
feature
Mean age + SD 66.9 +10.5 63.9 + 8.07 0.054
Sex <0.0001
Male 8 (27%) 579 (88%)
Female 22 (73%) 82 (12%)
BMI + SD 21.6+ 3.9 20.8+ 3.3
Previous history of cancer 0.59
Yes 7 (23%) 144 (22%)
No 23 (77%) 495 (75%)
Unknown 0 (0%) 22 (3%)
Family history of cancer 0.41
Yes 17 (57%) 414 (63%)
No 13 (43%) 227 (34%)
Unknown 0 (0%) 20 (3%)
Family history of EC* 0.026
Yes 6 (20%) 48 (7%)
No 24 (80%) 589 (89%)
Unknown 0 (0%) 24 (4%)
Location of tumor 0.72
Upper 4 (13%) 121 (18%)
Middle 14 (47%) 329 (50%)
Lower 12 (40%) 211(32%)
Multiple lesion 0.026
Yes 1 (3.3%) 103 (16%)
No 29 (96.7%) 554 (84%)




(P=0.05)
Stage P=0.03
cT 0.038
T1 7 (23%) 238 (36%)
T2 5 (17%) 145 (22%)
T3 15 (50%) 262 (40%)
T4 3 (10%) 16 (2%)
cN 0.46
Negative 11 (37%) 287 (43%)
Positive 19 (63%) 374 (57%)
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