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CD133 dependent signals and microRNAs in cancer stem cells

MATSUBARA, Shyuichiro

3,800,000

CD133 Capan-1
CD133 CD133
CD133 CD133 (EMT)
miRNA EMT Slug ( ) miR-30 EMT
HIF-1lalpha

The molecular function of CD133 in the maintenance of cancer stem cells has
not been elucidated. The CD133+ population of Capan-1 pancreatic cancer cell line exhibits cancer
stem cell (CSC)-like properties. We established a CD133+ cell-rich subline from Capan-1 cells. Using

this subline and the CD133 knocked down cells, we have shown that CD133 facilitates
epithelial-mesenchymal transition (EMT) in pancreatic cancer cells. The protein level of EMT
regulating transcription factor Slug and the miR-30 family of microRNA level are increased in CD133+
cells, and the expression of these factors can enhance mesenchymal phenotype. In addition, the
protein level of HIF-lalpha, which plays a major role in cancer cell survival and aggressiveness in
hypoxia, increases in CD133+ cells and may enhance the mesenchymal phenotype.
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