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The_efficacg of using microRNAs in platelets as a method of platelet function
monitoring based on next-generation sequencing
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Currently, platelet function monitoring in the perioperative field has very
limited clinical relevance. The present study was aimed to investigate the efficacy of using
microRNAs in platelets as a method of platelet function monitoring. In the first step, we stimulated

platelets with drugs and the application of shear stress, and compared the microRNA expressions in
platelets between pre- and post-stimulation using next-generation sequencing technology.
Comprehensive analyses by next-generation sequencing identified several microRNAs (including
mir-155) exhibiting significant expression changes.

Focusing on the microRNAs showing significant changes in the first step, we will perform the next

step using antiplatelet agents.
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