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Search for novel therapeutic target molecules focusing on cellular memory in iPS
conversion of human kidney cancer cells
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For the clones whose initialization was confirmed, the difference in DNA
methylation was analyzed before and after iPS conversion, and a gene group defining universality and
a gene group defining cancer were determined by comparison with human ES cell data . After fiscal

year 27, iPS cells derived from human renal carcinoma established in fiscal year 26 were treated
exosome purified from the cancer cell culture supernatant and induced to differentiate into cancer
stem cells. Next, the induced cancer stem cells were transplanted into SCID mice, and tumors
confirmed as cancer stem cells were excised using the proliferative ability as an index, and it was
histologically confirmed that they are carcinomas, not teratomas. Finally, the effect on cancer by
siRNA treatment or forced expression of the identified gene was examined. From the above, four novel
therapeutic target genes have been identified.
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Roles and regulation of bone morphogenetic
protein-7 in kidney development and
diseases.Tsujimura T1, Idei M1, Yoshikawa
M1, Takase 01, Hishikawa K.
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