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Association of common polymorphisms with gestational diabetes mellitus in
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Gestational diabetes mellitus (GDM) is regarded as one of the multifactorial

disorders because its pathophysiology is similar to type 2 diabetes (T2DM) in metabolism. To date,
GDM risk genes in Japanese women have not been analyzed. The aim of this study is to identify GDM
candidate genes in Japanese pregnant women using T2DM risk gene variants. In this study, T2DM risk
variants (45 single nucleotide polymorphisms [SNPs] from 36 genes) identified in previous studies
were genotyped in a cohort of 171 Japanese women with GDM (n=171) and normal glucose tolerance (n=
128). OF 45 SNPs, three genetic variants (insulin sensitivity: 1 gene, insulin secretion: 2 genes
were nominally associated with the risk of GDM. The combined analysis demonstrated that women wit
five or more risk alleles had an increased risk of GDM. Our data suggest several risk variants of
T2DM had cumulative effects on the development of GDM in Japanese women.
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High-throughput
genotyping MassARRAY® platform (Sequenom,
Inc, San Diego, CA, USA)

Assay Design Suite® (Sequenom,
Sequenom, Inc, San Diego, CA, USA)
genotyping
success rate 94% concordance rate 99.8%

GDM 357
171
GDM
0GTT NGT 128
GDM NGT
BMI 25 OGTT
1 NGT GDM
1Soerr 1SS1-2
45 SNP NGT GDM  rs266729

ADIPOQ: p=0.013 odds ratio [OR]: 1.56
95% confidence interval [C1]: 1.10-2.23
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