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Revealing pathogenesis of Fuchs endothelial corneal dystrophy in Japanese by
means of exome array

Ueno, Morio
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In order to reveal the pathogenesis of Fuchs corneal endothelial
dystrophy (FECD), we genotyped the samples derived from 55 Japanese FECD patients and 445 controls
and performed association analysis.

As the results, a significant variant on TCF4 gene, which was previously reported to be
associated with Caucasians, was turned out to be monomorphic in Japanese. In contrast, we succeeded
in obtaining a locus at 6qgl5 with a significant variant that seemed to be specific to the Japanese
FECD patients.

Consequently, the FECD-associated locus identified in this study should provide a basis for
revealin? not only the molecular mechanism of FECD pathogenesis, but also the different
epidemiology and/or etiology of FECD arisen from different genetic backgrounds.
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