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Development of collagen binding VEGF-C for lymphangiogenesis
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We tried to make collagen binding VEGF-C and to verify its effect for
developing a new treatment for lymphedema. A fusion protein of the collagen binding domain which is
part of the gas gangrene toxin and the lymphangiogenic factor VEGF - C was designed and a fusion
protein production system using insect cells was established. Collagen binding ability was confirmed

by collagen adhesion test. However, proliferative activity against lymphatic endothelial cells
could not be confirmed and phosphorylation signals could not be detected by MAPK signaling test. It
is considered that there is a possibility that it_has no physiological activity because it is not
following the secretory pathway as a cause. We tried to design and produce a protein with signal
peptide, but it did not lead to production.
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