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Development of comprehensive diagnostic system at the molecular cell level for
temporomandibular joint disorders

Mikami, Toshinari
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Temporomandibular joint (TMJ) disorder (TMD) is one of the three major
dental diseases in Japan, and there are many patients with TMD. Although diagnostic imaging tests
such as radiography and MRl are often performed, it is difficult to understand accurate disease
condition because the structure of the TMJ is too complicated. We have examined the pathology of the

TMJ at the cellular level by preparing a cell block tissue array specimen of cell components
contained in the joint lavage fluid after treatment. In order to investigate the pathology of the
TMJ more closely, it is necessary to examine at the molecular cell level. Therefore, in this study,
we examined the examination method to investigate the condition of the TMJ at the gene level and

established a series of examination techniques.
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