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Biocontainment of genetically modified bacterium by programed bacterial cell death.
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We tried to create new bacterium by molecular bleeding approach in this research
program. It was based on the whole genome sequence of Commamonas testosteroni YAZ2 strain (YAZ2 strain),
which is a strong Polychlorinated biphenyls degrader. In particular we intended giving the abilitg of
biocontainment to the new bacterium. Here, we report that YAZ2 strain has two replicons that has been
designated one chromosome (5.45 Mbﬁ) and one circular plasmid (0.9 Mbp), and It was analyzed b
Next-generation DNA sequencing method and bio-informatics technology. In addition, we were took the genes
associated with several bacterial cell death factor have been located on the replicons. On the other
hand, based on the genes of YAZ2 strain, we have firstly succeeded to create new engineering Escherichia
coli derivative strain that degrades PCB, as well as wild-type YAZ2 strain. Now, we are continuing to
bleed engineered PCB degraders that have functional biocontainment.
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