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Relationship between blood flow and atrophy of muscle
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We analyzed relevant gene expression while atrophic change in model by cast
immobilization (CI). We revealed that the blood flow rapidly decreased in the Cl leg, This trend was
found especially in Type-1 rich muscle. we experimented on rat model to simulate muscle atrophy, and
analyzed the gene expression pattern. Gene expression was analyzed encyclopedically in DNA micro array at
the followin% time points; 6 hours, 1, 4, 10 days after the procedure. We focused on 86 probes which
showed significant difference between control and experimented side at each sampling point. Then we
searched the relationship of the found probes to their roles either of blood flow or muscle volume. It
was revealed that blood flow probes had metabolism regulation feature and muscle volume, structure
building feature. From the analysis it seemed that decrease in blood flow induce suppression of
metabolism regulation genes, and then gradually suppress structure related genes to lead morphological
change.
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GO Analysis
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Characteristics of gene
expressions related to muscle blood

flow and muscle atrophy in animal model.
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