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Nerve cell growth control by cell adhesion peptide nanofibers that regularly
arranged on a polymer interface

Tanaka, Naoki

2,900,000

a a AC (71-8
8) o AC (71-88)

1KVAV
PC12

A peptide sequence corresponding to the substrate binding site heat shock protein
a -crystallin (a AC (71-88)) form a nano fiber that has the ability to adsorb the protein by heat
treatment. In this study, new peptide nano fiber with an affinity for hydrophilic polystyrene and cell
surface by introducing a lysine and arginine for the amino acid sequence of a AC (71-88). It was designed
to cell adhesion to bond the cell and the substrate . By mixing a peptide incorporating the peptide in
sequence IKVAV, peptide nanofibers could be promote cell proliferation of PC12, a neuronal cell model.
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Table 1 aAC (71-88)
peptide M sequence
lg/moll
¢AC 213448 PVIFLDVEHFSPEDLTVE
K5 220170 F¥YIFLDVEHEFEKPEKDTLEVE
K4 216061 FVIF LD VEHF SPKDLEKVYEF
R5 234179 FVIF LD VRHEFRPRDLRVR
R4K1 231376 F VI F LD VRHEHFRPRDLRVE
R3K2 228575 FVIFLDVEHFRPRDLRVEK
R2K3 295773 FVIFLDVEHFKPRDLRVE
50 mM

(pH 7.5)100 mM NaCl 60
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Table2 aAC (71-88)
pptde M lemoll  sequence
GAC 213448 FVIFTLDVEKEFTSPEDLT VX
R3K2 LDVKHFRPRDLERTVEK

R2K3

cAC(T1-84) 169293 F V I

r
F
IFLDVEKHFKPRDLERTYVEK
FLDVKHFSPETD

F

TIXVAV 220359 F V I LDVKHF SPEDIEKTYVAV
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