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Rapid detection of infectious enteric viruses in water using cellular responses to
virus infection

Omura, Tatsuo
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This study aimed to identify candidate genes for detecting infectious viruses
when concentrated water samples were inoculated to cultivated human cell lines. A vaccine strain of
poliovirus type 1 (PV1) was used as a test virus, and the INT407 cell line derived from human intestinal
epithelial cells was used as a host cell line. The expression level of KCNJ4 and SCN7A genes were
monitored in the post-infection of PV1. When PV1 was inoculated at multiplicity of infection (MOIl) = 1,
the expression levels of KCNJ4 and SCN7A genes were significantly increased compared to those in mock
cells. These results indicate that these genes of ion-chancel proteins are available as cellular genetic
markers for detecting the presence of infectious viruses in water samples.
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KCNJ4-F  CCACGAGATCGACGAGGA

KCNJ4-R  TCTCAAAGTCCTCCGACTCC

SCN7A-F  GTTGGCTTCACCAGAACCTAAG

SCN7A-R GCCAACTTCCAAATCAGGAG
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