2014 2016

Identification of mushroom gene involving in absorption and concentration of Cs,
and development of innovative technology by the exploitation

Masahito, Yamauchi
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Primers of K transporters (TRKH) 1~4 and formyltetrahydrofolate synthetase
with Cs binding site were designed using genome information on Pleurotus osteatus. PCR with
extracted DNA and primers revealed TRKH 2
and 3 could be amplified. Real time RT-PCR on TRKH2 showed diazoxide (previously confirmed as

activator for Cs intake) increased the gene expression, suggesting that this transporter was
involved in the Cs intake.
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Primer3
(http://bioinfo.ut.ee/primer3-0.4.0/)
1000 bp
Setl:

PO1TRKH1828-F (5 -ACC CTT TCA ACA GGC ATA
CG-3' ), PO1TRKH3316-R (5' -TAA CAC AGC TCG
GTC AAT CG-3' ), Set2: Po2TRKH1260-F (5

-CCA TGT TCC ACT TGT TGA CG-3' )
PO2TRKH2757-R (5 -CTC AAT GAT GCA AAG CAG
GA-3' ), Set3: Po3TRKH267-F (5 -GGC AGC
AAG TCC TGA TCT TC-3' ), Po3TRKH1764-R
(5 -TGG AAG GGG ACC ATA GAC TG-3' ), Set4:
POATRKH1502-F (5 -GCT CGC ATG CGC ATA TAG
TA-3' ), POATRKH2997-R (5' -CCT CTC CTC
GTA GAC GTT CG-3' ), Set5: POFTHFS996-F (5

-AGG TGT AGG CCC AAT GAC TG-3' ),
POFTHFS2493-R (5 -ACT TCT CCA TTC CCA TGT
C6-3' ).
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