2014 2016

Development of a premature aging syndrome non-human primate model
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We established genetically modified cynomolgus monkeys to reveal
pathogenicity of a premature aging syndrome. Using a lentivirus vector, we obtained cynomolgus
macaques that express GFP in the whole body. Next, we made plasmid vectors to examine gene
modification in the cultured cells of cynomolgus macaques using CRISPR/Cas9 genome editing
technology. We confirmed the high efficiency of genome editing in the Werner DNA helicase gene with
the CRISPR/Cas9 system in vitro. Thereafter, using the CRISPR/Cas9 system and in vitro
microfertilization, we have obtained a cynomolgus macaque that carries gene mutation in the Werner
DNA helices gene. We continue observation of this macaque and examination of disease pathogenesis.
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