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Identification of protein factors regulating secretion of specific miRNAs
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MicroRNA (miRNA), a class of small non-coding RNAs, have been attracting
major interest in the field of cancer research to analyze molecular pathways that are deeply
involved in cancer progression. In addition to their important cellular functions, secreted miRNAs
(extra-cellular miRNA, ex-miRNAs) mediated by exosomes have also been considered to contribute the
connection of inter-cellular networks. Although the increasing a body of evidences indicates
important biological functions of ex-miRNAs, the mechanism how specific miRNAs transported into
exosomes is still unknown. We, here, conducted the detailed analysis of biochemical properties for
miRNA complexes, which are detectable in exosome-enriched fraction, and found that considerable
number of ex-miRNAs is secreted by unknown protein complex. Furthermore, 14 proteins were identified

as candidates of a novel complex, whose knockdown was suggested to regulates secretion of specific
miRNAs from cancer cells.
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