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Researches on diversification and similization of body coloration among lacustrine
freshwater fishes in Sulawesi
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We investigated body coloration of medaka and freshwater halfbeaks distributed in
Sulawesi, an island right on the equator. Both in medaka and halfbeaks, the area of reddish parts in the
side and the amount of internal carotenoids greatly differed among populations, but sympatric pairs of
medaka and halfbeaks resembled each other in these characters. However, although the expression level of
the long-wavelength (i.e., red) sensitive opsin gene in eye balls greatlg differed among the populations
in medaka, but such a interpopulation variation was not observed in halfbeaks. These results suggest that
the diversification and similization of body coloration between these freshwater fishes do not reflect
sensory-driven convergent evolution.
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