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Searching HIGS target gene of phytophagous hemipteran insects
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Pest insect management using technics to reduce expression of important gene
of insect survive is developing now. To select good target genes is a key of this method. Most of
important genes for pest insects are also significant genes for other insects including natural
enemies for pest insects. In this study, we 1dentified several protein components of salivary sheath
in the Green rice leafhopper. These proteins are thought to be important for sucking plant sap.
These proteins are revealed to be novel and the genes coding these proteins are good candidates for
above-mentioned pest management method. We checked the survival rate of insects which were knock
downed salivary sheath component protein genes. No significant decrease of survival rate was found.
Complementation within nine salivary sheath components may occurred in those knock downed insects.
We need further investigation to use these genes as target for pest managements.
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