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Flaviviruses include many clinically important zoonotic pathogens, but little is
known about the pathogenic mechanism. In our previous study, we showed that the 3' -untranslated region
(UTR) 1is involved in the pathogenicity of the strains of tick-borne encephalitis virus (TBEV). In this
study, to investigate the detailed function of the 3' -UTR, we constructed recombinant TBEV with partial
deletions in the variable region of the 3' -UTR. In a mouse model, the partial deletions drastically
increased the virulence of the virus, with no effect on virus multiplication in mouse brain. These data
suggested that the conformational structure of the variable region is associated with the pathogenicity
of TBEV. These findings provide a foundation for further research to identify the pathogenic mechanisms
of TBEV.
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