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Developing rice with increased saccharification efficiency
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In this study, | aimed to identify new molecular factors that influence

saccharification efficiency (SE) in rice. By screening 215 rice mutants, | identified two lines, 122
and 108, with improved SE. Reduced xylan and ferulic acid within the cell wall of line 122 were
probable reasons of improved SE. Line 108 showed reduced levels of thioglycolic-released lignin;
however, the amount of Klason Ii?nin was comparable to the wild-type, indicating that structural
changes had occurred in the 108 lignin polymer which resulted in improved SE. Positional cloning
revealed that the genes responsible for improved SE in 122 and 108 were rice CONSTITUTIVE
PHOTOMORPHOGENIC 1 (0sCOP1) and GOLD HULL AND INTERNODE 1 (GH1), respectively, which have not been
previously reported to influence SE. The screening of mutants for improved SE is an efficient
approach to identify novel genes that affect SE, which is relevant in the development of crops as
biofuel sources.
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