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RNA Editing

Development of genetic code restoration by using artificial RNA editing
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To imitate RNA editing system for artificial and site-specific deamination of
nucleic acid toward base-substitutions in vivo, we connected the active domain of ADAR1 with a guide RNA
by using MS2 system. The nonsense mutated EGFP was used as a reporter gene. These 3 genes were
transiently transfected into HEK293 cells at once. We observed green fluorescent cells in which parts of
mutated EGFP mRNAs were restored in vivo. The genetic code restoration was confirmed by RT-PCR-RFLP and
sequencing, respectively. We also compared efficiencies of RNA restorations by the site-specific
deamination among ADAR family isoforms.
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@ Schematic representation of the RNA restoration.
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@ Result of the RNA restoration experiment.
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