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T-UCR RNA

Role of Non-coding RNA of T-UCR in exosome in diagnosis and therapy of gastric and

prostatic cancer

YASUI, WATARU

2,900,000
(transcribed-ultraconserved regions: T-UCRs) RNA
T-UCR Uc.416+A
IGFBP6, HOXB5/B6 Uc.416+
Liquid biopsy

miR-153

By the analysis of Transcribed ultraconserved region (T-UCR) transcripts, the
levels of many T-UCRs are found to be altered in cancers. Among those, Uc.416+A,up-regulated in cancer,

was negatively regulated by miR-153 and participated in cell growth through IGFBP6 and HOXB5/B6. Uc.416+A
was secreted from cancer cells and high levels were detected In the sera of cancer patients. Application

to liquid biopsy system is expected.

NCcRNA T-UCR
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