2014 2016

?onst[uction of cell evaluation system utilizing online distributed machine
earning

Umezawa, Akihiro

/
3,000,000
Information Retrieval
iPS ES
ES DNA

In this research, we established cell evaluation technology as applied to
bio-big data of machine learning technology, information Retrieval technology, and examined issues
for commercialization and service of evaluation technology by verification verification. We utilize
genome wide data utilizing genome, transcriptome, epigenome data to classify and evaluate iPS cells,

ES cells and somatic stem cells using a large-scale distributed online machine learning framework.
Comprehensive DNA methylation analysis was performed using different tissue origin, different human
stem cells, and human ES cells established by different methods.
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