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Random mutagenesis of P. flaciparum by ENU
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N-ethyl-N-nitrosourea (ENU) is a potent mutagen and is widely used for random
mutagenesis. In the present study, we utilized it for generating the parasite population, whose genomic
sequence were randomly mutated, and selected the mefloquine-resistant parasites from them. The obtained
mefloguine-resistant parasites exhibited 3 folds stronger resistance than the wild-type parasite. Genomic
sequence analysis showed that approximately 2,000 mutations were introduced by ENU treatment. To identify
the drug resistant gene, genomic DNA library of mefloquine-resistant parasite was directly generated in
drug sensitive parasites using P. falciparum centromere plasmid and the generated library was treated
with mefloguine. After three rounds of treatments, three independent parasite clones, which acquired
newly mefloquine resistance, were obtained. The centromere plasmids are being recovered from those
selected parasites and the drug resistant gene is being identified now.
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Genome-Wide Identification of the
Target Genes of AP2-0, a Plasmodium
AP2-Family Transcription Factor.
Kaneko I, Iwanaga S, Kato

T, Kobayashi 1, Yuda M. PLoS
Pathog. 11(5):e1004905. (2015)
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