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Defense mechanism of Amoebal endosymbiont Neochlamydia on host defense against
harmful Legionella infection

Yamaguchi, Hiroyuki
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Previous our work has shown that obligate intracellular amoebal endosymbiont
Neochlamydia has a critical role into host amoebal defense against harmful Legionella infection, causing
amoebal killing. Here, to clarify the defense mechanism, we found a crucial piece that amoebal
endosymbiotic Neochlamydia specifically could sense Legionella T4ASS (Lvh), but not T4BSS (Dot/lIcm),
presumably connecting to the host defense against harmful Legionella infection.
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