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Analysis of antibiotic resistant ribosomal RNAs
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We have constructed a metagenomic library of 16S rRNA, which complemented the
growth of the null mutant of Escherichia coli. When we used a forward primer, which could generate
unwanted mismatch between 19 and 916 bases, we found some of the mutant strains happened to obtain a
spectinomycin resistance. When a primer, which would not generate mismatch at the site, no such
resistance was observed. From the metagenomic library of the 16S rRNA genes, we identified a various
antibiotic resistant strains: spectinomycin (4 clones); 6418 (10 clones); tetracycline (2 clones); and
apramycin (1 clone). These clones contained some new nucleotides that provide the resistance on the host
strain.
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