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Exploration of alpha helix domains for drug target
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The alpha-helix plays an important role for protein-protein interaction and
cellular functions. We searched for alpha-helix sequences which serve as a drug target as well as an
inhibition tool for the target function by its synthesized peptide of the corresponding sequence with the
membrane permeable property. We identified two peptides which inhibit cellular chemotaxis when combined
with the membrane permeable sequence. The fact that one amino-acid substitution with hydrophobic residue
substantially enhanced its inhibition ability indicates that it functions inside the cell and its
hydrophobicity is important for its ability to inhibit chemotaxis. The strategy established in this study
can be applicable for broad target proteins and the identified peptides are promising therapeutic tool to
inhibit disease-related chemotaxis.
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