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Analysis of RNA binding proteins in polyglutamine disease
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Using aggregate proteome analysis we identified many component proteins of
polyglutamine nuclear aggregates including RNA binding proteins. In this study we analyzed the staining
atterns of PCBP1, PCBP2, PCBP3, hnRNPU, hnRNP H1, hnRNP H2, hnRNP F, DDX5, DDX17, Matrin 3, and SGTA in
uman autopsy brains of various polyglutamine diseases. As a result, Matrin 3 and SGTA were observed in
nuclear ag?regates. Preliminary result shows that SGTA suppresses aggregate formation in Huntington"s
disease cell model. Further, we identified SGTA-binding proteins using mass spectrometry.
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