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Analysis of tumor heterogeneity in acute myeloid leukemia

ogawa, seishi
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To clarify tumor heterogeneity in acute myeloid leukemia (AML), we performed
multi-sampling and whole-exome sequencing in two AML autopsy cases. The specimens examined included those
obtained from bone marrow (5-7 sites), peripheral blood, plasma, and buccal smear (germline control). As
a result, we identified 28-68 mutations in these samples, consisting of shared and private mutations.
Interestingly, we found that the more distant the compared bone marrow sites, the more the number of
private mutations between them. These results suggest the presence of tumor heterogeneity and its feature
in AML.
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(Forshew, Sci Trans Med, 2012)
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(Murtaza, Nature, 2013)
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