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In this study, we sought to develop a platform by which genetically modified mice

are readily allowed to be generated in the NC/Nga strain. To this end, we generated embryonic stem cell
ESC) lines using blastocyst embryos obtained from NC/Nga mice. Using a recently developed methodology

or ESC derivation from non-permissive mouse strains, we successfully established 18 ESC lines form
NC/N?a blastocysts. We assayed for their chimera formation and germeline transmission capacities by
8-cell stage embryo injection. The results showed these ESCs exhibited satisfactory levels of chimera
formation capacit¥ and_germline competency at early passages. However, these capacities were rapidly lost
during the initial period of culture, and none of these ESCs after 6 passages showed chimera formation
regardless culture conditions we tested. Therefore, we concluded that NC/Nga ESCs are extremely unstable
in culture, suggestive of importance of further optimization of ECS culture conditions.
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