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Analysis on alterated chromatin status of viral genome in the host cells.
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While virus infection could induce epigenomic alterations in host and viral
genomes, the alteration of epigenomic status of viral DNA in host cells is not fully understood. We here
challenge clarification and visualization of epigenomic alteration of exogenous viral DNA in host cells.
EBV-lacO plasmid DNA with oriP, the EBNAL gene and lacO repeats, was transfected to 293T cells, and
increase of DNA methylation levels was detected at day 50. When GFP-lacR and mCherry-MBD proteins were
transfected, these proteins were co-localized in the nucleus, visualizing methylation status of episomal
DNA in host cells. Next, a complex formation of methylated EBV-lacO and mCherry-MBD protein was observed
under AFM, visualizing methylation status of DNA using AFM. Finally biotinylated EBV-lacO plasmids
transfected to 293 cells were collected from the host cells, and the proteins interacting with the
episomal DNA were detected by LC/MS/MS analysis, e.g. transcription factors and RNA-binding proteins.
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