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Analysis of the role of the taxane anti-cancer drugs resistance of KIF genes and
the development of treatment for overcoming resistance
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In this study, the resistant mechanism to taxane-based anticancer drug was
analyzed. Our preliminary study has already revealed that the specific enhanced expression of KIF family
genes, which act to microtubules, was confirmed in oral squamous cell carcinomas (0SCCs). Of KIF family
genes, we focused on KIF4A because of its expression pattern. In both in vitro and in vivo, the
transformation experiments using shRNA indicated the involvement of KIF4A in resistance to taxane,
anti-cancer drug. Because KIF genes are involved in the separation of chromosomes and the arrangement of
the spindle, cytokinesis throu?h the microtubule, we also reconfirmed the role of KIF4A controlling the
expression status of the spindle assembly checkpoint (SAC)- -related molecules (BUB1, MAD2, CDC20, and
cyclin Bl1).
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