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Development of therapy for osteoradionecrosis using the activation of osteoblast
and hematopoietic stem cell

Tsuyoshi, Sato
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We examined whether FITC-(Asp-Ser-Ser)6 is a useful career for transfection into
bone specifically and showed that it was incorporated to bone tissue. We found that osteoblastic gene was
upregulated in irradiated bone marrow cells. On the other hand, not only co-culture osteoblastic gene but
also adiogenic gene was upregulated and osteoclastic gene was downregulated in irradiated bone marrow

cells co-cultured with adipose-derived mesenchymal stem cells.
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osterix, forward; GAGGAAGAAGCCCATTCACA,
reverse; GCAGGCAGGTGAACTTCTTC: runx2,
forward; GCGTATTT CAGATGATGACA, reverse;
TACCATTGGGAACTGATAGG, PPARy2, forward;
AAGAGCTGACCCAATGGTTG, reverse;
ACCCTTGCATCCTTCACAAG, NFATcl, forward;



ATGCCAAATACAGCTTTCCAGTC, reverse;
CGTCTTCCACCTCCACGTCG, b-actin, forward;

AGAAGGACTCCTATGTGGGTGA, reverse;
CATGATCTGGGTCATCTTTTCA.
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