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Analysis of a novel regulatory mechanism of DNA damage repair using the combination
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During the period, | have already established the protocol of mass-spectrometry
analysis using DT40 and human Tké B cell lines. Initially, | introduced 3flag tag at N-terminal region at
first exon of BRCAL using CRISPR/Cas9 genome editing. After pulling down 3FLAG-BRCA1 from whole cell
extract, | analyzed the iInteractors of BRCAl, which plays a important role in DNA damage repair. |
successfully identified many facotrs involved in transcription and chromosome segre%ation. Additionally,
I identified the several novel proteins interacting with BRCAL. To investigate the function of novel
BRCAl-interactors in DNA metabolism (DNA repair, replication, recombination), | continue generating the
mutants of BRCA1l interactors identified here using human B cell line by genome editing technology. It is
thought that the aim of this project was achieved.
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