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Elucidation of the mechanism of lipidation of a ubiquitin-like protein that
drives autophagosome formation
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Autophagy is a lysosome/vacuole-mediated degradation system in eukaryotic
cells, involved in various diseases such as neurodegenerative diseases, hepatic diseases, cancer,
and diabetes. Formation of double-membrane vesicles “ autophagosomes” that enwrap degradation
targets is essential for autophagy. In this study, we revealed the localization of the
autophagy-related protein Atg3 to autophagosome intermediates under autophagy-inducing conditions,
and that the impairment of its localization results in inefficient autophagosome formation. Based on

our results, we proposed the mechanism by which Atg3 participate in autophagosome formation.
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