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Structural and functional analysis of gap junction channels using electron
microscopy
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In this project, the structure of C. elegans innexin-6 (INX-6) was investigated
using electron crystallography. Two dimensional crystals of N-terminal deleted INX-6 where 2 to 19 were
eliminated were successfully obtained. The structure of INX-6deIN reveals the six-teen subunits, a
hexadecamer. The plug density was observed on the channel pore pathway, suggesting a structure in a
closed form. These results have been published as a research article
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