(®)
2014 2016

Formation and organization of ER exit site
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COPI1-coated vesicle carriers, which mediate transport of cargo molecules
from the ER to the Golgi complex, are formed at specific domains of the ER membranes, called ER exit
sites (ERESs). Regulation of Sarl GTPase activity is an important process for COPII vesicle
formation. Secl6 is essential for ER-Golgi transport and suggested to play a crucial role in ERES
formation. Here | investigated Secl6 function and shed light on new mechanistic insights. | find
that the N-terminal region of Secl6 can activates Sarl GTPase. The domain for GTPase activation is
identified in the N-terminal region and found to be required for Secl6 function in membrane
association and ERES formation. Moreover, I report that the N-terminal region is able to facilitate
COPINI-mediated vesicle formation. These results provide novel regulatory mechanisms of how Secl6
organizes ERES and potentiates COPII action for vesicle formation.
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