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Taxonomic studies on early-branching myzozoan protists
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We successfully established 59 cultures of microbial eukaryotes in total and
taxonomic studies have been conducted using these cultures. For instance, one culture was of Hemistasia
phaeocysticola which was ori?inally described as a member of Myzozoa. The phylogenetic analyses newly
revealed that H. pheocysticola does not belong to Myzozoa, but to Euglenozoa. Hence, H. pheocysticola was
taxonomically transferred into Euglenozoa in the Eublished paper. By the further and continuous taxonomic
studies using other cultures, the diversity of eukaryotic microbes will be understood more properly. When
it was difficult or impossible to establish the cultures of the target protists, we conducted the
taxonomic studies with the isolated cells. We also conducted the study to understand how complex
structural mitochondrial genome and genes have been established by analyzing the established cultures
during this period.




Cavalier-Smith and Chao 2004. Eur. J.
Protistol. 40: 185-212

Janouskovec et al. 2012. Current Biology.
22: R518-R519

RNA/DNA-seq

YPF1303
YPF1303
H. phaeocysticola
cDNA
cDNA
mRNA mRNA

RNA

DNA



Hemistasia phaeocysticola

Hemistasia phaeocysticola

YPF1303

H. phaeocysticola

Yabuki & Tame 2015 Journal of
Eukaryotic Microbiolgy 62: 426-429.

phaeocysticola

m 10 pul

Q504350
i Rhynchopus

80037 Diplonemidae
\TCC 50232
bzt Diplonema|
080 )

Environmental clade

>0-mMzZz0rv—0

Bodo desv%ms
o5 Rhynchobodo sp. ATCC 50359

1 Euglena longa
o) Euglena agilis
Peranema sp.
q_| Astasia curvata
= 100,
i Cryptaulax sp. ATCC 50746 f§ Kineto-
al plastida

I Euglenida
yani
, e
Procryptobia sorokini
Ichthyobodo necator

Lok | Symbiontida
18S rRNA
YPF1303

Hemistasia phaeocysticola

Hemistasia phaeocysticola

>ONOZmMrGOCMm

cox1l
66 bp

mRNA
A>1C->U
RNA

AZRYIFOINAV RV BEEFORR7OER

) cox1coding regiont#24 DI AMIE TN,

OOO O dwmm&mﬁmo) %—V@Aﬁ]\

i
(EFERBRLHSEVSDIFTREW)

¥

WIS | ##RRNase 1AB5?

Atol

R -a'i:jw;m\(mn)

CtoU
d = = == o= mum HHMRNA
- - mUx8 . - Ux11
o= T— s = |wh muxpoya
Atol Atol *Aml CtoU f f
Ctou Ctou poly A | REIDRT 517
@A to | OER ot
C to UDiEif

2 Hemistasia phaeocysticola




Yabuki A. and Tame A. Phylogeny and
Reclassification of Hemistasia
phaeocysticola (Scherffel) Elbr€achter &
Schnepf, 1996. 2015 Journal of Eukaryotic
Microbiolgy 62: 426-429. DOl :
10.1111/jeu.12191

5

Lukes J., Flegontova 0., Flegontov P.,
Factorova D., Kaur B., Votypka J.,
Tashyreva D., Yabuki A., Malviya S., de
Varga C., Bowler C., Burger G. and Horak
A. Diplonemids - New kids on the block.
PROTIST-2016. 9" June 2016. Moscow State
University (Moscow, Russia)

Yabuki A., Kusaka C., Votypka J., Horak
A. Lukes J. and Fujikura K. Unravelling the
diversity of diplonemids by culture-based
taxonomic study. PROTIST-2016. 7% June
2016. Moscow State University (Moscow,
Russia)

Butenco A., Yabuki A., Flegontova O.,
Horak A. Flegontov P. and Lukes J. Genome
and transcriptome of Hemistasia
phaeocysticola, a flagellate related to a
novel hyper-diverse clade of marine
protists. PROTIST-2016. 7 June 2016.
Moscow State University (Moscow, Russia)

40 2016 3
19

Hemistasia phaeocysticola

48
2015 11 8

Yabuki A. and Kusaka C. Mitochondrial
genome architecture of a newly identified
diplonemid Hemistasia phaeocysticola. The
Society for General Microbiology Annual
Conference 2015. 1°t April 2015. The ICC
Birmingham (Birmingham, UK)

“ ”

84

2015 3 21

Hemistasia phaeocysticola

trans-splicing 3
2014 7 13

@
Yabuki, Akinori

20711104
®
Kevin Wakeman
70760221
®

(Kusaka, Chiho)
(Tame, Akihiro)
@Jimi, Naoto)



