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Molecular basis construction and genetic analysis of wild Chrysanthemum species

Nakano, Michiharu
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Moleculer genetic tools for diploid Chrysanthemum species were constructed.
1) Self-fertile AEV2 derived model strain was developed by seven generations of selfing. This strain
produces high number of seeds by selfing, has almost completely homozygous genotype evaluated by
SSR markers and RAD-seq. 2) Genetic linkage map for BCl population derived from a cross between C.

seticuspe and C.makinoi was constructed by RAD-seq ?enotyping. By QTL analysis, one QTL relating to
flowering day was mapped on linkage group 7. 3) Phylogenetic tree for diploid chrysanthemum species

was constructed by RAD-seq. In the tree, C.seticuspe strains grouped basically by its locallity.
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