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Expression mechanism of cellulase and hemicellulase genes in the fungus
Talaromyces cellulolyticus (formerly Acremonium cellulolyticus)
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The expression mechanism of cellulase and xylanase genes in the filamentous
fungus Talaromyces cellulolyticus (formerly Acremonium cellulolyticus) was investigated by (i)
analyzing the transcriptional factors genes which showed homology with those in other filamentous
fungi, (i) screening of the novel transcriptional factors.

We found that tacA, tctA, and Hap complex genes contribute to expression of cellulase and xylanase
genes. Although the novel transcriptional factors have not been obtained, the strain which has high
homologou? regombination efficiency and the important promoter regions for cellulase gene expression

were isolated.
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