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Transcriptome analysis of Japanese eel during metamorphosis induced by
starvation
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For understanding of metamorphosis of eels, RNA-seq of head and whole body

of eel larvae during metamorphosis was performed. Approximately 373 million reads were generated and
assembled 320,321 transcripts. The results of comprehensive analysis of RNA-seq data showed that
many genes were drastically changed during the early to late metamorphosis stages. From gene
ontology analysis, it is revealed that the expression of genes for transcriptional elongation,
regulation of myofibril size and glycolytic process was greatly changed. During metamorphosis,
expression of thyroid hormone receptors increased, and thus eel larvae were exposed to thyroxine.
All larvae exposed to thyroxine were induced metamorphosis. Therefore, thyroid hormone may also play

important role for metamorphosis of eels.
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