(®)
2014 2016

Studies _on Babesia transcriptome associated with the transition of asexual form
developing in the host into tick vector stage
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In this study, babesiosis, one of the tick-borne infectious diseases, which
causes serious damage to the livestock economy, was focused on, especially, to elucidate the mode of
existence in the tick vector.

Massive DNA sequence information of Babesia protozoa parasitizing in ticks was obtained by utilizing
the next generation sequencing machine and visualizing its expression at the molecular level with
the use of specific antibody against babesial molecule. This analysis also revealed the possibility

that the protozoan metabolism, esgecially sugar metabolism, in the vector stage was different from
the host, suggesting that it may be one of the transition triggers from host to vector stage for the

adaptation to the tick vector.
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