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The recent appearance of methicillin-resistant Staphylococcus
pseudintermedius (MRSP) is a concern for both veterinary and human healthcare. The current study
compared the molecular characteristics of 43 MRSP isolates from dogs in Japan with those of MRSP
from previous reports using multilocus sequence typing, SCCmec typing, and detection of

antimicrobial resistance genes.

Three related clonal lineages, ST71, ST169, and the newly registered ST354, were observed amongst
SCCmec I1-111 isolates from Japan, despite MRSP SCCmec Il-111 isolates being thought to belong to a
single clonal lineage. The majority of SCCmec IlI-111 isolates belonging to ST169 (9/11) and ST354

(3/3), but not ST71 (0/11), harboured tetM. Since the allele sequences of two loci (ack and sar)
differ between ST71 and ST169 isolates, ST71 and ST169 clones have been derived from a common
ancestral clone. ST354 is likely a variant clone of ST169.
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