(®)
2014 2016

Evolutional history and domestication of red jungle fowl: in the case of
molecular phylogenetic study
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Currently, it is a controversial subject that an origin of chicken is either
single origin occurred in the adjacent area of Thailand or multiple origin occurred in the multiple
area of South and Southeast Asia. In this study, to elucidate the origin of chicken, we performed

molecular phylogenetic analysis based on mitochondrial genome sequences. As a result, it was
suggested that the chickens belonged to haplogroup D and F were derived from Myanmar and the
chickens belonged to haplogroup E was derived from India. In conclusion, we suggested that the
domestication of chickens occurred in at least two areas, namely Myanmar and India.
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