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Multicenter clinical study with genetic polymorphisms analysis for the
individualized antiemetic treatment.
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This study evaluated the potential roles of pharmacogenomic polymorphisms in
antiemetic treatment resistance in cancer patients previously enrolled in a randomized controlled trial
(granisetron vs. palonosetron). A total of 156 patients treated with cisplatin-based chemotherapy were
evaluated for their responses.

In the granisetron group, the investigation of genetic polymorphisms on the pharmacokinetics of
antiemetics showed that ABCB1 2677G>T/A and 3435C>T were associated with CR in overall phase.
Multivariable logistic regression analysis revealed that the ABCB1 3435C>T polymorphism and cisplatin
dose were significant predictors of CR. No association was found in palonosetron group.

The investigation of genetic polymorphisms on the pharmacodynamics of antiemetics showed that ERCC1 8092
G>T and HT3D 107G>C were associated with CR in acute phase. The multivariate logistic regression analysis
revealed that the ERCC1 8092TT and female were significant predictors of CR in acute phase.
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